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The source data underlying figures is provided in an Excel file. Any other files or data are available upon request. The datasets generated during the crystallographic
analysis of MSMEG_3494 protein (PDB ID: 7REF) is available at the Protein Data Bank at https://www.rcsb.org/.

For the infection experiments, four mice for each time point per Mtb strain were used to determine the bacterial burden. For growth assays
and alamar blue assays, three biological replicates each strain are used to determine mean +/- SD. For lipidomics experiments, four biological
replicates each strain are used to determine mean +/- SD with significant difference analysis with one-way ANOVA with Tukey's test.

No data were excluded from the analysis.

Experiments were performed 2-3 times to ensure reproducibility of findings unless otherwise indicated. For experiments which were
performed twice, the results were already corroborated through an alternative experiment and were performed in order to visualize the
results using multiple experimental approaches. For western blot experiments, representative blots were selected from two successful
independent experiments. All the other data were repeated at least twice independently with good reproducibility.

For all growth experiments, lipidomics, protein expression, and mouse infection experiment, colonies for all strains were randomly selected
from solid agar plates.

Blinding was not relevant to data analysis and was not performed during collection of the data. In all experiments, data collection, analysis and
validation were performed by the different experimenters who independently collected and analyzed the data corresponding to the
experiments they performed.

The antibodies used in this study are described in the Method and source data file with their information. The anti-Rv0455c antibody
was self-made. The anti-EccB5 antibody was obtained from Dr. Wilbert Bitter. The anti-Ag85 (NR-13800) and anti-CFP10 (NR-13801)
antibodies were obtained from BEI Resources. The LI-COR IRDye 680RD Donkey anti-Rabbit lgG (926-68073) was used as secondary
antibody.




